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Expanded Table 3:  Results of aligning sequences from CT302 and T02 BACs to its reference RefBAC*, 

and to their reference RefBAC coupled with three extra sequences (RefEX): (CE_ch1: C.elegans chromosome 

I), (H_ch1: human chromosome 1) and (H_G: human genome not including chromosome 6).  We see that 

when RefEX is added to the reference that the reads are aligned to, some reads that originally aligned to the 

BAC, now align to Human chromosome 1 or C.elegans chromosome 1.  However, with Slider, this 

generally occurs less than with RMAP or Eland. 


