Information from STAMP

The following results were obtained using default options from STAMP

Phylogenetic tree from the obtained motifs
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Motif Name E-Value Alignment Weblogo
----- YNTGCA--
RCS1_Q2 1.3519¢-02 AANTGGGTGCAKT AT A TT
Cca : A
______ YNTGCA--
MTF1_Q4 1.5009e-02 GGGCCGNGTGCANA A (el
IS L 0
----- YNTGCA---
HIF1_Q3 1.6387¢-02 GNNKACGTGCNNNN A

Information from STAMP



-YNTGCA--
AR_Q6 1.8503¢-02 NNNTGOTON A CA
AcTA=ll A
TGCANR--
MYC_Q2 2.3323e-02 NCACGTG A T _
YY1_100_top_c3W2 T T C AT
W =t
Motif Name E-Value Alignment Weblogo
TGTGCAYG--
NRF1_Q6 1.6618e-03 YGCGCAYGCG A CA
AV
CRTGCACA-
SGF3_Q6 7.6906e-03 TGMAYAA TT AT A
oL
----- TGTGCAYG
RCS1_Q2 1.1676e-02 AANTGGGTGCAKT AAT A A TT
CCA FGA
--TGTGCAYG
HMX1_01 1.3798e-02 CAAGTGCGTG CAA T c T
----TGTGCAYG
CEBP_Q2_01 1.8142e-02 NNNTTNNGNAAN TT A A

The following results were obtained using default options from STAMP



YY1_100_top_c3W3 ACAT
Gca

——

Motif Name E-Value Alignment Weblogo
- GTGTGCATGT
RCS1_Q2 1.3515e-02 AANTGGGTGCAKT- AT A TT
CcA ‘Ar A
GTGTGCATGT-
NRF1_Q6 1.6721e-02 -YGCGCAYGCG A A
AV
----- GTGTGCATGT
MTF1_Q4 1.6942e-02 GGGCCGNGTGCANA- A (ol
Te|VVEYaY L YCY
ACATGCACAC-
HMX1_01 2.7825¢-02 -CACGCACTTG A T c T
ACATGCACAC
SGF3_Q6 2.9423¢-02 TGMAYAA T AT C
x

YY1_100_top_c3W4 T

—==
Motif Name E-Value Alignment Weblogo
-TGYGTG---
AHR_Q5 2.0589¢-03 NTNGCGTGNNN T

The following results were obtained using default options from STAMP 3



CACRCA----
HMX1_01 2.8228e-03 CACGCACTTG AA T c T
--CACRCA---
T 1.3027¢-02 TTCACACCTAG TA T T A
~--TGYGTG----
PAX3_01 1.3323¢-02 KNAAGYGTGACGA C TC C C T
______ TGYGTG--
Pax6 1.4568e-02 MANTSAWGCGTGAA TT(;A CAT IT
=aT=1 [ “ToCe =l
YY1_100_top_c3W5 T T CA
TVIZ1vvA
Motif Name E-Value Alignment Weblogo
--TGCACACA--- »
RCS1_Q2 1.3293e-03 AMTGCACCCANTT N A TT
CcA : A
|
~-TGCACACA----
MTF1_Q4 3.416e-03 TNTGCACNCGGCCC A (el
Te| Vivayiavey
[ |
TGCACACA T
SGF3_Q6 6.5074¢-03 TGMAYAA. TIA
by
|
------ TGTGTGCA
SN_02 9.2128¢-03 NNNANNTGNTNNNA A A
a=clcC|VT|, o}
The following results were obtained using default options from STAMP 4



TGCACACA---
T 1.4106e-02 TTCACACCTAG CT T A
YY1_100_top_c3F1
_10U_top_ _,‘Efg e ¢
Motif Name E-Value Alignment Weblogo
Snail 1.3231e-01 NI\{I_\ICI\IACCCCTE(S}\_I_NN
TTK69_01 2.5154e-01 Nljl_\IGCCC : (? GG ECI\ICI\_IN C
C
£24.05 25372601 NNNCCAGGNNNN
<Vl <
--NNNCCAGGNNNN
PAX6_Q2 2.9323¢-01 KAGTTCCAGGTCAG CT ACCT AACT
8.8 iy (EDS LT £
GRH_01 3.0462e-01 N?{Tiggg%(?;? N A T
T ;T ==
YY1_100_top_c3F11
_=_c==¥eWlilc € C
Motif Name E-Value Alignment Weblogo

The following results were obtained using default options from STAMP 5



NNNNNCNCAGNNNN

CACBINDINGPROTEIN_Q6 1.7774e-01 CCCASCCYC A T
AGTVICAVIVIC
NNNNCTGNGNNNNN
SREBP1_Q6 32505¢-01 TGGSGTG-.. C CCCA
P
NNNNCTGNGNNNNN-
CP2_01 3.5878e-01 - CTGGKTNGNGC C C ACCCA
co2ASCEVA
NNNNNCNCAGNNNN
LYF1_01 3.5976¢-01 NV CTCCCAAA. TTT A A
SCaA A CGA
NNNNNCNCAGNNNN
GRH_01 3.6524e-01 - AAACCRGT.... A - T
TV=T =
YY1_100_top_c3MI1 T CAT T I T
al| TCGrCcI2nca
Motif Name E-Value Alignment Weblogo
[ |
ACACACACAYGCAYACA
NRF1_Q6 2.6638e-03 CGCRTGCGCR-- A A
AV
[ |
ACACACACAYGCAYACA
HMX1_01 3.8553e-03 "CACGCACTTG------ c T
ACACACACAYGCAYACA-
HMG-TY 1:3594e-02 NNANAAANRNMRAAAY A

The following results were obtained using default options from STAMP
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ACACACACAYGCAYACA
SMAD3_QG6 2.15466-02 N ONCAGAC A T T T . T
TGTRTGCRTGTGTGTGT
GCM_Q2 2.78666-02 NATGOGGOYNNK.o C T
C A x
L= SWVAS
YY1_100_top_c3M11 I I T T T I I
el iTeallC aTealca
Motif Name E-Value Alignment Weblogo
“TGTNTGNNTGYNTKTRTGTR
HMG-TY 3.0976e-03 RTTTYKNYNTTTNTNN----- AAA A AAA
7$A3 4 _S.cArc %
YACAYAMANRCANNCANACA
HFH4_01 2.2476e-02 T AAACA AACAMWN e -AI- : ﬂ A
YACAYAMANRCANNCANACA
DBP_Q6 3452602 OO AGCANWNL A C A fe
- T$£%
YACAYAMANRCANNCANACA
HNF3ALPHA_QG6 34540e02 0T NWRARCAAAY A '|' T -
TGTNTGNNTGYNTKTRTGTR
GCM_Q2 3677302 o NATGOGGGYNNK.. . C T
X
A

The following results were obtained using default options from STAMP



YY1_100_top_c3M12
Qiceéégl_:zfxlgﬁgj
Motif Name E-Value Alignment Weblogo
SNGRRGCWGRGGSNGGRGNA
TANTIGEN_B 1.3023¢-04 RGGAGGCAGAGGCAGGYGG- A CA A CA
ALY RIS As
TNCYCCNSCCYCWGCYYCNS
CACBINDINGPROTEIN_Q6 5.9844e-04 CCCASCCYC... AlGT
AGTVCAVVIC
TNCYCCNSCCYCWGCYYCNS
BARBIE_01 2.1313e-03 CMNNCNSCTTTNNNT-. .
SNGRRGCWGRGGSNGGRGNA
KROX_Q6 8.4973¢-03 --GNNGNGGGGGCGGN---- C "
Sg—?e TA ;ggg\g
SNGRRGCWGRGGSNGGRGNA---
VDR_Q3 1:3035e02 GGGKNARNRRGGWSA T
ATGA2 altrch
YY1_100_top_c3M13 CA uc ACTA L ccc
A ITCTICITEC  acgAlT
Motif Name E-Value Alignment Weblogo
CCTGGGCRACATAGWGARACCCTGT
IRF1 7.1374e-03 NAAANYGAAACC.. C C
cMN=TLNONC
The following results were obtained using default options from STAMP 8



ACAGGGTYTCWCTATGTYGCCCAGG

SF1_Q6 3.7769¢-02 COAAGOTC Ao T A T
A
CCTGGGCRACATAGWGARACCCTGT
Spzl 4.5909e-02 -AGGGTAWCAGC-nenmememev A TA CA c
CATLTRYIIEY
CCTGGGCRACATAGWGARACCCTGT
Broad-complex_2 4.7074e-02  — AAATAGNW—emeeme- CT T
I.YINIAT
ACAGGGTYTCWCTATGTYGCCCAGG
NRSF_01 4.7354e-02 ---GSYGCTGTCCGTGGTGCTGAA- TTC Cn CAQ Ac ¢ cc
==V NIPYC2 T Aaca
YY1_100_top_c3M2 AAA A AR 2 AA .
Motif Name E-Value Alignment Weblogo
TNNTTTWNTTTNTTTKTT
BRCZ2_01 2.0783e-03 NNNNNWNCTATTINTY CT T
= FIrltl AL cT
———————————— TNNTTTWNTTTNTTTKTT
PAX4_04 4.8213e-03 NGNGTGNNNNNNNNNNNNNNNNTAWTTTNY AM ]“ b h E ‘ WE“M
AlThads, X .Ic'é.i";( 14 el hgthe o
TNNTTTWNTTTNTTTKTT
BRCZ4_01 7.3178¢-03 S TTWISTTTAYWWW-. THH . AA
1ancfifichald
TNNTTTWNTTTNTTTKTT
EVI1_04 8.7746e-03 TATCTINTCNTATCN... A AT AA
TATAlS

The following results were obtained using default options from STAMP



HMG-1Y

8.8691e-03

-AAMAAANAAANWAAANNA

NNANAAANRNMRAAAY--- i AAA AAAAAC
_TheGeea=CarCoT
YY1_100_top_c3M3 T g A 0
GEAI T‘ ACY IS
Motif Name E-Value Alignment Weblogo
CNNGCCTGTRGNCCCANC
PITX2_Q2 45305¢-03 WNTAATCCCAN. ; A AT CCAA
A _lc AAES
AMLL 01 | 4789600 GNTGGGNCYACAGGCNNG
------ ACCACA------ T
GNTGGGNCYACAGGCNNG
AML1_Q6 1.7440e-02 T ACCACAn T T
~-CNNGCCTGTRGNCCCANC
LXR_Q3 2.7733e-02 TGACCNNNAGTRACCCCA-- . CAC TCA
s N[ THYe Kl
CNNGCCTGTRGNCCCANC
CF1_02 2.8680e-02 NGTGACCCC . CAC

The following results were obtained using default options from STAMP
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